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All living organisms require proteins to function properly. Each protein is a chain of up to ~30.000
amino acids (aa). Since there are only 20 different aa’s, a protein is much like a 30K-letter “word,”
made from 20 characters. Each “word” is synthesized from DNA, via a string of codons. Yet, there
are 61 such codons, and so each aa is coded by up to
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Education and outreach:

We are committed to educating students and
mentoring junior scientists, from Freshmen to
postdocs and young alumni in academics and
industries. Members of our group present their
work regularly at conferences, workshops and
colloquia. We publish (invited) “tutorials” and
reviews on the statistical physics of protein
synthesis. Beyond scientific outreach, the Pl has
also launched a comprehensive program for
physics teacher education, under the national
PhysTEC umbrella. Further afield, both of us
regularly reach out to the general public, giving
lectures on, e.g., “Traffic, Genes, and Stocks:
New Questions in Non-Equilibrium Statistical
Physics” and “What is Physics? — a personal
perspective.” Well attended, these talks enjoyed
considerable positive feedback.
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